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SEQUENCE LISTING 

<110> NATIONAL RESEARCH COUNCIL OF CANADA 
SV, Zhengding 
NI , Feng 

<120> Novel Fusion Proteins for the Production 
of Recombinant Peptides 

<130> 2139 

<150> US 60/402,075 
<151> 2002-08-09 

<160> 48 

<170> FastSEQ for Windows Version 4.0 ' 

<210> 1 
<211> 25 
<212> PRT 

<213> Staphylococcus nuclease 
<400> 1 

Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr Leu lie Lys 

15 10 15 

Ala lie Asp Gly Asp Thr Val Lys Leu 
20 25 
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<210> 2 
<211> 5 
<212> PRT 

<213> Staphylococcus nuclease 
<400> 2 

Tyx Lys Gly Gin Pro 
1 5 

<210> 3 
<211> 29 
<212> PRT 

<213> Staphylococcus nuclease 
<400> 3 

Leu Leu Leu Val Asp Thr Pro Glu Thr Lys His Pro Lys Lys Gly Val 

15 10 15 

Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe Thr Lys Lys 
20 25 

<210> 4 
<211> 32 
<212> PRT 

<213> Staphylococcus nuclease 
<400> 4 

Val Glu Asn Ala Lys Lys lie Glu Val Glu Phe Asp Lys Gly Gin Arg 

15 10 15 

Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr lie Tyr Ala Asp Gly Lys 
20 25 30 
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<210> 5 
<211> 5 
<212> PRT 

<213> Staphylococcus nuclease 
<400> 5 

Val Asn Glu Ala Leu 
1 5 

<210> 6 
<211> 6 
<212> PRT 

<213> Staphylococcus nuclease 



<400> 6 

Phe Asn Pro Arg Gly Ser 
1 5 

<210> 7 
<211> 14 
<212> PRT 

<213> Staphylococcus nuclease 
<400> 7 

Val Arg Gin Gly Leu Ala Lys Val Ala Tyr Val Tyr Lys 



<210> 8 
<211> 32 
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<2X2> PRT 

<213> Staphylococcus nuclease 
<40O> 8 

Asix Asn Thr His Glu Gin Leu Leu Arg Lys Ser Glu Ala Gin Ala Lys 

1 5 , . 10 15 

Lys Glu Lys Leu Asn He Trp Ser Glu Asp Asn Ala Asp Ser Gly Gin 
20 25 30 

<210> 9 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Peptidic Cleavage Site 
<400> 9 

Phe Asn Pro Arg 
1 

<210> 10 

<2xa> 4 

<2X2> PRT 

<2X3> Artificial Sequence 
<220> 

<22 3> Peptidic Cleavage Site 
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<400> 10 
Leu Val Pro T^g 
1 

<210> 11 
<220> 

<223> Peptidic Cleavage Site 

<400> 11 
000 

<210> 12 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptidic Cleavage Site 
<400> 12 

Asp Asp Asp Asp liys 
1 5 

<210> 13 
<211> 351 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Fusion Carrier Protein named SPC120 

<220> 

<221> CDS 

<222> {!)... (351) 

<400> 13 

gca act tea act aaa aaa tta cat aaa gaa cct gcg act tta att aaa 4Q 

Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr Leu lie Lys 

1 '5 10 15 

gcg att gat ggt gat acg gtt aaa tta atg tac aaa ggt caa cca atg 9S 
Ala lie Asp Gly Asp Thr Val Dys Leu Met Tyr Lys Gly Gin Pro Met 
20 25 30 

aca ttc aga eta tta ttg gtt gat aca cct' gaa aca aag cat cct aaa 144 
Thr Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys His Pro Lys 
35 40 45 

aaa ggt gta gag aaa tat ggt cct gaa gca agt gca ttt acg aaa aaa 192 
Lys Gly Val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe Thr Lys Lys 
50 55 60 

atg gta gaa aat gca aag aaa att gaa gtc gag ttt gac aaa ggt caa 24 O 

Met Val Glu Asn Ala Lys Lys lie Glu Val Glu Phe Asp Lys Gly Gin 
65 70 75 80 

aga act gat aaa tat gga cgt ggc tta gcg tat att tat get gat gga 2 88 

Arg Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr lie Tyr Ala Asp Gly 
85 90 95 
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aaa atg gtA aac gaa get tta gtt cgt caa ggc ttg get aaa gtt get 336 
Lys Met Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala Lys Val Ala 
100 105 



351 

tat gtt tac aaa ect 
Tyr Val Tyr Lys Pro 
115 



<210> 14 
<211> 117 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Fusion Carrier Protein named SFC120 
<400> 14 

Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr Leu lie Lys 

15 10 15 

Ala He ASP Gly Asp Thr Val Lys Leu Met Tyr Lys Gly Gin Pro Met 

20 25 30 

Thr Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys His Pro Lys 

35 40 45 

Lys Gly val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe Thr Lys Lys 

50 55 60 

Met Val Glu Asn Ala Lys Lys lie Glu Val Glu Phe Asp Lys Gly Gin 
65 70 75 80 

Arg Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr He Tyr Ala Asp Gly 
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85 90 95 

Lys Met .Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala Lys Val Ala 

100 105 110 

Tyr Val Tyr Lys Pro 
115 

I 

<210> 15 
<211> 369 
<212> DNA 

<213> Artificial Sequence 
<220> 

i 

<223> Fusion Carrier Protein named SFC120 " ( N118E, 
N119F) 

<220> 

<221> CDS 

<222> (1)-. - . (369) 

<400> 15 

aca gcc atg gca act tea act aaa aaa tta cat aaa gaa cct gcg act 

Thr Ala Met Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr 
15 10 15 

tta att aaa gcg att gat ggt gat acg gtt aaa tta atg tac aaa ggt 
Leu lie Lys Ala He Asp Gly Asp Thr Val Lys Leu Met Tyr Lys Gly 
20 25 30 



caa cca atg aca ttc aga eta tta ttg gtt gat aca cct gaa aca aag 



144 
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192 



Gin Pro Met Thr Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys 
35 40 45 

cat cct aaa aaa ggt gta gag aaa tat ggt cct gaa gca agt gca ttt 
His Pro Lys Lys Gly Val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Plie 
50 .55 60 



acg aaa aaa atg gta gaa aat gca aag aaa att gaa gtc gag t:tt gac 240 
Thr Lys Lys Met Val Glu Asn Ala Lys Lys lie Glu Val Glu Phe Asp 
65 70 75 80 

aaa ggt caa aga act gat aaa tat gga cgt ggc tta gcg tat att tat 288 
Lys Gly Gin Arg Thr Asp Lys Tyr Gly Arg. Gly Leu Ala Tyr lie Tyr 
85 90 95 

get gat gga aaa atg gta aac gaa get tta gtt cgt caa ggc ttg get 336 
Ala Asp Gly Lys Met Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala 
100 ' 105 110 

aaa gtt get tat gtt tac aaa cct gaa tte atg . 369 

Lys Val Ala Tyr Val Tyr Lys Pro Glu Phe Met 
115 120 



<210> 16 
<211> 123 
<212> PRT 

<213> Artificial Sequence 



<220> 
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<223> Fusion Carrier Protein named SPC120 ( N118E, 
N119F) 

<400> 16 

Thr Ala Met Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr 

1 5 . 10 15 

Leu He Lys Ala He Asp Gly Asp Thr Val Lys Leu Met Tyr Lys Gly 

20 25 30 

Gin Pro Met Tlir Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys 

35 40 45 

His Pro Lys Lys Gly Val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe 

50 55 . 60 

Thr Lys Lys Met Val Glu Asn Ala Lys Lys He Glu Val Glu Phe Asp 
65 70 75 80 

Lys Gly Gin Arg Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr He Tyr 

85 90 95 

Ala Asp Gly Isys Met Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala 

100 105 . 110 

Lys Val Ala Tyr Val Tyr Lys Pro Glu Phe Met 
115 120 

<210> 17 

I 

<211> 393 
<212> DNA 

<213> Artificial Sec[uence 



<220> 

<223> pHSN~Met65Leu 



<220> 
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<221> CDS 

<222> (1) . - - (393) 

<400> 17 

aca gcc atg gga cac cat cac cat cac cat ggc gca act tea act aaa 48 

Tlir Ala Met Gly His His His His His His Gly Ala Thr Ser Thr Lys 
15 10 15 

aaa tta cat aaa gaa cot gcg act tta att aaa gcg att gat ggt gat 96 
Lys Leu H±s Lys Glu Pro Ala Thr Leu He Lys Ala He Asp Gly Asp 
20 25 30 

acg gtt aaa tta atg tac aaa ggt caa cca atg aca ttc aga eta tta 144 
Thr Val Lys Leu Met Tyr Lys Gly Gin Pro Met Thr Phe Arg Leu Leu 
35 40 45 

ttg gtt gat aca cct gaa aca aag cat cct aaa aaa ggt gta gag aaa 192 
Leu Val Asp Thr Pro Glu Thr Lys His Pro Lys Lys Gly Val Glu Lys 
50 55 60 

tat ggt cct gaa gca agt gca ttt acg aaa aaa ttg gta gaa aat gca 240 
Tyr Gly Pro Glu Ala Ser Ala Phe Thr Lys Lys Leu Val Glu Asn Ala ^ 
65 70 75 80 

aag aaa att gaa gtc gag ttt gac aaa ggt caa aga act gat aaa tat 288 
Lys Lys lie Glu Val Glu Phe Asp Lys Gly Gin Arg Thr Asp Lys Tyr 

85 90 95 

gga cgt ggc tta gcg tat att tat get gat gga aaa atg gta aac gaa 336 
Gly Arg GXy Leu Ala Tyr He Tyr Ala Asp Gly Lys Met Val Asn Glu 
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100 



105 110 



get tta gtt cgt caa ggc ttg get aaa gtt get tat gtt tac aaa cct 384 
Ala Leu Val Arg Gin Gly Leu Ala Lys Val Ala Tyr Val Tyr Lys Pro 
115 120 125 



gaa ttc atg 
Glu Pile Met 
130 



<210> 18 
<211> 131 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> pHSN-Met65Leu 
<400> 18 

Thr Ala Met Gly His His His His 

1 5 
Lys Leu His Lys Glu Pro Ala Thr 
20 

Thr Val Lys Leu Met Tyr Lys Gly 

35 40 
Leu Val Asp Thr Pro Glu Thr Lys 

50 55 
Tyr Gly Pro Glu Ala Ser Ala Phe 
65 70 



His His Gly Ala Thr Ser Thr Lys 

10 15 
Leu lie Lys Ala lie Asp Gly Asp 
25 30 
Gin Pro Met Thr Phe Arg Leu Leu 
45 

His Pro Lys Lys Gly Val Glu Lys 
60 

Thr Lys Lys Leu Val Glu Asn Ala 
75 80 
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Lys Lys Xle Glu Val Glu Phe Asp Lys Gly Gin Arg Thr Asp Lys Tyr 



85 



90 



95 



Gly Arg Gly Leu Ala Tyr He Tyr Ala Asp Gly Lys Met Val Asn Glu 



100 



105 



110 



Ala Leu Val Arg Gin Gly Leu Alg. Lys Val Ala Tyr Val Tyr Lys Pro 



115 



120 



125 



Glu Phe Met 
130 

<210> 19 
<211> 369 
<212> DNA 

<213> Artificial Sequence 

<220> 
<223> pMF 

<220> 

<221> CDS 

<222> (1) ... (369) 

<400> 19 

aca gcc a.tg gca act tea act aaa aaa tta cat aaa gaa cct gcg act 48 

Thr Ala Met Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr 

1 5 10 15 



tta att aaa gcg att gat ggt gat acg gtt aaa tta ttg tac aaa ggt 
Leu lie Lys Ala lie Asp Gly Asp Thr Val Lys Leu Leii Tyr Lys Gly 
20 25 30 



96 
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oaa cca ttg aca ttc aga eta tta ttg gtt gat aca cct gaa aca aag 144 

<3ln Pro Leu Thr Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys 
35 40 45 

cat cct aaa aaa ggt gta gag aaa tat ggt cct gaa gca agt gca ttt 192 
His Pro Lys Lys Gly Val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe 
50 , 55 60 

a.cg aaa aaa ttg .gta gaa aat gca aag aaa att gaa gtc gag ttt gac 240 
Thr Lys Lys Leu Val Glu Asn Ala Lys* Lys lie Glu Val Glu Phe Asp 
65 70 75 80 

a.aa ggt caa aga act gat aaa tat gga cgt ggc tta gcg tat att tat 288 
Lys Gly Gin Arg Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr lie Tyr 

85 . . 90 95 

cfct gat gga aaa ttg gta aac gaa get tta gtt cgt caa ggc ttg get 336 
I^a. Asp Gly Lys Leu Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala 
100* 105 110 

a.aa gtt get tat gtt tac aaa cct gaa ttc atg 369 
Lys Val Ala Tyr Val Tyr Lys Pro Glu Phe Met 
115 120 



<210> 20 
<:211> 123 
<212> PRT 
<213> Artificial 



Sec[uence 
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<220> 
<223> MF 

<400> 20 

Thr Ala Met Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr 

1 ' 5 10 15 

Leu lie Lys Ala lie Asp Gly Asp Thr Val Lys Leu Leu Tyr Lys Gly 

20 25 30 

Gin Pro Leu Thr Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys 

35 40 45 

His Pro Lys Lys Gly Val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe 

50 55 60 

Thr Lys Lys Leu Val Glu Asn Ala Lys Lys lie Glu Val Glu Phe Asp 
65 70 75 80 

Lys Gly Gin Arg Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr lie Tyr 

85 90 95 

Ala Asp Gly Lys Leu Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala 

100 105 110 

Lys Val Ala Tyr Val Tyr Lys Pro Glu Phe Met 
115 120 

<210> 21 
<211> 33 . 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complementary oligonucleotide 



<400> 21 
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caattgcatc accatcacca tcacatggaa ttc 



33 



<210> 22 
<211> 36 
<212> DNA 

.<213> Artificial Sequence 
<220> 

<223> Complementary oligonucleotide » 
<400> 22 

gaattccatg tgatggtgat ggtgatggtg caattg 36 



<212> DNA 

<213> Artificial Sec[uence 
<220> 

<223> pMFH 

<220> 

<221> CDS 

<222> (1) . . . (390) 

<400> 23 

aca gcc atg gca act tea act aaa aaa tta cat aaa gaa cct gcg act 48 

Thr Ala Met Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr 
15 10 15 



<210> 



23 



<211> 



390 
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tta att aaa gcg att gat ggt gat acg gtt aaa tta ttg tac aaa ggt 96 
Leu He Lys Ala He Asp Gly Asp Thr Val Lys Leu Leu Tyr Lys Gly 
20 25 30 

caa cca ttg aca ttc aga eta tta ttg gtt gat aca cct gaa aca aag 144 
Gin Pro Leu Thr Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys 
35 40 45 

cat cct aaa aaa ggt gta gag aaa tat ggt cct gaa gca agt gca ttt 192 
His Pro Lys Lys Gly Val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe 
50 55 60 

acg aaa aaa ttg gta gaa aat gca aag aaa att gaa gtc gag ttt gac 240 
Thr Lys Lys Leu Val Glu Asn Ala Lys Lys He Glu Val Glu' Phe Asp 
65 70 75 80 

aaa ggt caa aga act gat aaa tat gga cgt ggc tta gcg tat att tat 2 88 

Lys Gly Gin Arg Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr He Tyr 
85 , 90 95 

get gat gga aaa ttg gta aac gaa get tta gtt cgt caa ggc ttg get 336 
Ala Asp Gly Lys Leu Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala 
100 105 110 

aaa gtt get tat gtt tac aaa cct cac cat cac cat cac cat atg gaa 384 
Lys Val Ala Tyr Val Tyr Lys Pro His His His His His His Met Glu 
115 120 125 



ttc atg 
Phe Met 



390 
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130 



<210> 24 
<211> 130 
<212> PRT 

<213> Artificial Sequence 

<2.20> * 
<223> MPH 

<400> 24 

Thr Ala Met Ala Thr Ser Thr Lys Lys Leu His Lys Glu Pro Ala Thr 

15 10 15 

Leu lie Lys Ala lie Asp Gly Asp Thr Val Lys Leu Leu Tyr Lys Gly 

20 25 30 ■ 

Gin Pro Leu Thr Phe Arg Leu Leu Leu Val Asp Thr Pro Glu Thr Lys 

35 40 45 

His Pro Lys Lys Gly Val Glu Lys Tyr Gly Pro Glu Ala Ser Ala Phe 

50 55 60 

Thr Lys Lys Leu Val Glu Asn Ala Lys Lys lie Glu Val Glu Phe Asp 
65 70 75 80 

Lys Gly Gin Arg Thr Asp Lys Tyr Gly Arg Gly Leu Ala Tyr He Tyr 

85 90 95 

Ala Asp Gly Lys Leu Val Asn Glu Ala Leu Val Arg Gin Gly Leu Ala 

100 105 110 

Lys Val Ala Tyr Val Tyr Lys Pro His His His His His His Met Glu 
115 120 125 

Phe Met 
130 
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<210> 25 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward oligonucleotide primer 
<400> 25 

catgccatgg gtttccacca tcaccatcac catgcaactt caactaaa 

<210> 26 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse oligonucleotide primer 
<400> 26 

ggaagatctt tagaattccg cggatccacg cggcttaaat tgacctgaat cage 

<210> 27 
<211> 11 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> HCRl 
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<400> 27 

Asp Phe Glu Glu lie Pro Glu Glu Tyr Leu Gin 
1 5 10 

<210> 28 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic complementary oligonucleotide 
<400> 28 

aattcatggg tgacttcgaa gaaatcccgg aagaatacct gcagtaag 

<210> 29 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic complementary oligonucleotide 
<400> 29 

gatccttact gcaggtattc ttccgggatt tcttcgaagt cacccatg 

<210> 30 
<211> 4 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Short peptide substrates for the thrombin active 
site 

<400> 30 

Leu Asp Pro Arg 

1 

<210> 31 
<211> 4 
<212> PRT 

<213> Artificial Sequence 

\ 

<220> 

<223> Short peptide substrates for the thrombin activ 
site 

<400> 31 
Val Asp Pro Arg 
1 

<210> 32 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<2 23> short peptide substrates for the thrombin active 
site 

<4:00> 32 
Plxe Asn Pro Arg. 
1 

<210> 33 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<2 23> short peptide substrates for the thrombin active 
site 

<400> 33 
Pro Asn Pro Arg 
X 

<210> 34 
<211> 4 
<212> PRT 

<213> Artificial Sec[uence 



<220> 

<223> short peptide substrates for the thrombin active 
site 
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<400> 34 
Phe Ser Ala Arg 
1 

<210> 35 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> short peptide substrates for the thrombin active 
site 

<400> 35 
Val Ser Pro Arg 
1 

<210> 36 
<211> 36 
<212> PRT 

<213> Artificial Sequence 
. <220> 

<223> Artificial Target Peptide 
<400> 36 

Met Gly Leu Asp Pro Arg Met Gly Val Asp Pro Arg Met Gly Phe Asn 

15 10 15 

Pro Arg Met Gly Pro Asn Pro Arg Met Gly Phe Ser Pro Arg Met Gly 
20 25 30 



wo 2004/015111 

Val Ser Pro Arg 
35 

<210> 37 
<211> 63 
<212> DNA 

I 

<213> Artificial Secjuence 
<220> 

<223> synthetic oligonucleotides* 
<400> 37 

aattcatggg tctggatcct agaatgggag 
tga 

<210> 38 
<211> 63 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 
<400> 38 

gatctatggg tcctaaccca cgtatgggat 
aat 



PCT/CA2003/001197 
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tagacccacg tatgggcttc aacccgcgca 



ttagcgctcg catgggcgtt tctccacgtt 



<210> 39 
<211> 22 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> FD22 
<400> 39 

Phe Asp ,Pro Arg Pro Gin Ser His Asn Asp Qly Asp Phe Glu Glu lie 

1 ■ 5 • 10 15 

Pro Glu Glu Tyr Leu Gin 
20 

<210> 40 

<211> 78 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> complementary oligonucleotide primer 
<400> 40 

aattcatgtt tgacccgcgc cctcaaagtc ataacgacgg tgattttgag gaaattcctg 
aagagtattt acaataag 

<210> 41 
<211> 33 
<212> PRT 

<213> Artificial Sequence 



<220> 
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<223> EB2 or BB3 peptide 
<220> 

<221> VARIANT 
<222> 20 

<223> Xaa = Glu or Asp 
<220> 

<221> VARIANT 
<222> 21 

<223> Xaa = Met or Gly 
<220> 

<221> VARIANT 
<222> 27 

<223> Xaa = Ala or Pro 
<400> 41 

Cys Pro His Tyr Glu Lys Val Ser 

1 5 
lie Val Gin Xaa Xaa Pro Pro Gin 
20 

Val 



Gly Asp Tyr Gly His Pro Val Tyr 

10 15 
Ser Pro Xaa Asn lie Tyr Tyr Lys 
25 30 



<210> 42 
<211> 57 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> synthetic oligonucleotides 
<400> 42 

ccggaattca tgtgcccgca ctacgaaaaa gtttccggtg actatggtca tccggtt 

<210> 43 
<211> SB 
<212> DNA 

<213> Artificial Sequence 
<220> . 

<223> synthetic oligonucleotides 

<400> 43 * 
cgcggatcct taaactttgt agtagatgtt tggcgggctc tgtggcggac catcctgaac 

gat at a 

<210> 44 
<211> 48 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> CaCla4 
<400> 44 

Ser Val Leu Thr Gly Gly Asn Ser Gly Val Ser Gly Pro lie Asn Phe 

1 5 10 15 

Thr His Lys Val His Val Gly Phe Asp Pro Ala Ser Gly Asn Phe Thr 
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20 25 30 

Gly Leu Pro Asp Thr Trp Lys Ser Leu Leu Gin His Ser Lys lie Thr 
35 40 45 



<210> 45 
<211> 44 
<212> PRT 

<213> Artificial Sequence 

<220> 
<221> 
<222> 

<223> CaSte20' 



<400> 45 

Glu Val Asn He Lys He Ser Thr 

1 5 
His Val Gly He Asp Xaa Asp Asn 
20 

Glu Trp Glu Arg Leu Leu Ser Ala 
35 40 

<210> 46 
<211> 186 
<212> DNA* 

<213> Artificial Sequence 



Pro Phe Asn Ala Lys His Leu Ala 

10 15 
Gly Ser Tyr Thr Gly Leu Pro He 
25 30 
Ser Gly He Thr 



<220> 

<223> propeptide of human cathepsin B 
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<220> 

<221> CDS 

<222> (1) - . . (186) 



48 



<210> 4 7 
<211> 62 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> propeptide of human cathepsin B 



96 



<400> 46 

egg age agg ccc tct ttc cat ccc gtg teg gat gag ctg gtc aac tat 
Arg Ser Arg Pro Ser Phe His Pro Val Ser Asp Glu Leu Val Asn Tyr 
1 5 10 15 

gtc aac aaa egg aat acc acg tgg cag gee ggg cac aac ttc tac aac 
Val Asn Lys Arg Asn Thr Thr Trp Gin Ala Gly His Asn Phe Tyr Asn 
20 25 30 



gtg gac atg age tac ttg aag agg eta tgt ggt ace ttc ctg ggt ggg 144 ' 

Val Asp Met Ser Tyr Leu Lys Arg Leu Cys Gly Thr Phe Leu Gly Gly 
35 40 45 

ccc aag cea ccc cag aga gtt atg ttt ace gag gac ctg aag 186 
Pro Lys Pro Pro Gin Arg Val Met Phe Thr Glu Asp Leu Lys 
50 55 60 
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<400> 47 

Arg Ser Arg Pro Ser Phe His Pro Val Ser Asp Glu Leu Val Asn Tyr 
.1 5 10 15 

Val Asn Lys Arg Asn Thr Thr Trp Gin Ala Gly His Asn Phe Tyr Asn 

20 25 . 30 

Val Asp Met Ser Tyr Leu Lys Arg Leu Cys Gly Thr Phe Leu Gly Gly 

35 40 45 

Pro Lys Pro Pro Gin Arg Val Met Phe Thr Glu Asp Leu Lys 
50 55 60 

<210> 48 
<211> 14 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> CRIB concensus 



<220> 

<221> VARIANT 

<222> (1) . . - (14) 

<223> Xaa « any amino acid 



<400> 48' 

lie Ser Xaa Pro Xaa Xaa Phe Xaa His Xaa Xaa His Val Gly 

1 5 ' 10 , 



